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homologues ... As the DEATH domain of UNC-5 is not annotated in databases, this is ... in cell signaling 
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... image sets and manage the large amount of data through the use of a database. ... all these 
dimensions with sufficient spatial and temporal resolution for tracking cells is a ... Principle among 
these is achieving sufficient spatial and temporal resolution for identifying and tracking cells ... 
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... Hence, identifying and filtering interesting data is necessary because of the large amount ... Our 
research team uses the database to investigate new hypothesis within human pulmonary ... Today, 
the 2DDB retrieves information about annotated proteins from Internet databases such ... 
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... We check the GO process classification of the transitive genes on the SP to identify the L0 and 
L1 matches, as discussed in ... The 51 novel genes predicted with the conservative rule for which 
no biological process annotation is available in either database are listed in ... 
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... Thus, manual annotation by experts for certain protein families should be available in a 
whole-genome database. ... structure of the phenotype catalog was designed to aid researchers 
observing a phenotype to query the database and identify characterized mutants with a ... 
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... the blind panel study were subjected to statistical analysis to identify possible antibody ... This is 
an example of a specialised database providing information related to a ... Users can extract fully 
annotated sequence information, pairwise comparisons, multiple sequence alignments ... 
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compartment). ... Thus, gatekeeping is kept to a minimum; the functions of the database managers 
are to ensure that the data are formatted properly and annotated appropriately. ... 
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... We now try to capture the requirements implied by the above scenarios, and to identify the major 
functions of a tool that might meet them. ... We assume there is an annotation facility for attaching 
information to various granules of a database (eg, a table, column, cell, or ... 
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... and identify particular vocalizations of interest, noting their start and end times and classifying the 
call types. ... The fol- lowing table shows statistics for K * for the test database. ... Consider a boolean 
n x n matrix, where n is the num- ber of anchors in an annotation graph. ... 
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... our own CATH classi fication of protein structural hmilies8 and the EC , PDB Enzyme Structures 
Database. ... by the SITE records in the PDB file, while the small red dots identify the residues ... 3). 
Further details on all the annotations are provided by the links (not shown here) that ... 
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